REMARKS 

Applicants submit the Amendment in response to the Office Action mailed June 
28, 2004 and the Office communication mailed December 16, 2004. Claims 1-56 are 
withdrawn, and previously pending claims 57-62 are cancelled herein, in favor of newly 
presented claims 63-76, which are supported in the specification as discussed below. 
In response to the Office communication mailed December 16, 2004, the provisional 
double patenting rejection has been addressed below, and applicants have indicated 
that a terminal disclaimer will be filed if the conflicting subject matter is found to be 
allowable in either case. Applicants submit that this now renders the response, 
previously filed, as fully responsive. 

Applicants thank the Examiner for the courtesy of the telephone interview held on 
September 1, 2004, and acknowledge the Interview Summary dated September 15, 
2004. The region of SEQ ID NO:74 having homology to the Norrie disease gene is 
clarified and discussed further, below, in response to the rejection under 35 U.S.C. § 
101. 

Claims 57-62 are provisionally rejected over claims 8-13 and 28 of copending 
application Serial No. 10/355,716. Applicants will file a terminal disclaimer if the 
conflicting subject matter is found to be allowable in either application. 

Claims 57-62 stand rejected under 35 U.S.C. § 101 because the claimed 
invention allegedly lacks patentable utility. At page 3 of the Office Action mailed June 
28, 2004, the Examiner states that the argument presented in the response filed 
December 23, 2003 is unconvincing for two reasons: 1 ) the gene disclosed by Chen et 
al. (Nature Genetics 1(3):204-208 (1992)) is not described definitively as being the gene 
that causes Norrie disease, but rather as a candidate gene for that disease, and 2) one 
skilled in the art would not have considered SEQ ID NO:74 as encoding the Norrie 
gene. Reconsideration and withdrawal of this rejection are respectfully requested. 

Regarding reason 1 , Applicants draw the Examiner's attention to more recently 
published scientific literature which has removed any uncertainty about the association 
of the gene disclosed by Chen et al. (1992) and Norrie disease. Kim et al. (Korean J. 
Opthalmol. 16(2):93-96 (2002)) and Strausberg et al. (Proc. Natl. Acad. Sci. U.S.A. 
99(26):1 6899-1 6903 (2002)) each disclose a human nucleotide sequence containing 
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the gene specifically defined as being the Norrie disease gene (GenBank Accession 
Nos. NM_000266 and BC029901, respectively). Tests using the BLASTN nucleotide 
sequence alignment algorithm (Version 2.2.9) demonstrate sequence identities of 100% 
and 99% for NM_000266 and BC029901, respectively, with the nucleotide sequence 
disclosed by Chen et al. (1992) (GenBank Accession No. X65882). Alignments are 
submitted herewith as Exhibits 1 and 2. 

Regarding reason 2, Applicants agree with the Examiner that SEQ ID NO: 74 
could not encode the full Norrie disease-associated polypeptide. However, Applicants 
reiterate their contention, presented on pages 3 and 4 of the amendment filed on March 
18, 2002, that SEQ ID NO:74 contains significant nucleotide sequence homology with 
the Norrie disease gene. A test using the BLASTN nucleotide sequence alignment 
algorithm (Version 2.2.9) demonstrates a sequence identity of 88% between SEQ ID 
NO:74 and the human Norrie disease gene sequence disclosed by Chen et al. (1992) 
(GenBank Accession No. X65882). On page 16, lines 12-36 of the specification, the 
utility of polynucleotides of 50, 90 and 150 nucleotides in length is described: such 
polynucleotides "... are generally sufficient for unique identification of specific location in 
genomic DNA of a sequence coding for an unique protein. Furthermore, a 50-base pair 
sequence is long enough to design a PCR primer from the sequence to amplify the 
complete polynucleotides," (lines 31-36). Base pair numbers 1-155 of SEQ ID NO:74 
contain this 88% identity with the Norrie disease gene and, with this amendment, they 
are now specified in the newly-submitted claims 63-76. These claims are clearly 
supported as discussed above. 

In the Office Action mailed June 28, 2004, citing reasons discussed in the Office 
Action of June 4, 2002, page 2, the Examiner has also rejected claims 57-62 under 35 
U.S.C. § 1 12, first paragraph, as failing to comply with the enablement requirement. 
With the Supplemental Information Disclosure Statement accompanying this 
Amendment, Chen et al. (1992) is now part of the record. Also entered in the record are 
Kim et al. (2002) and Strausberg et al. (2002), which are cited above as supporting 
evidence that the nucleotide sequence described in Chen et al. (1992) is in fact the 
Norrie disease gene. The third, fourth and fifth reasons the for lack of enablement 
rejection cited by the Examiner on page 2 of the June 4, 2002 Office Action are now 
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obviated by this Amendment: 3) the sequence alignment of SEQ ID NO:74 and the 
Norrie disease gene is now in the record; 4) as explained in the immediately preceding 
paragraph, lines 12-36 of page 16 of the specification describe the use of SEQ ID 
NO:74; and 5) withdrawal of all claims pertaining to Norrie disease-specific polypeptide 
make moot this ground of rejection. 

All of the claims remaining in the application are now clearly allowable. 
Favorable consideration and a Notice of Allowance are earnestly solicited. 

If questions remain regarding this application, the Examiner is invited to contact 
the undersigned at (206) 628-7650. 



2600 Century Square 
1501 Fourth Avenue 
Seattle, WA 98101-1688 
Phone: (206)628-7650 
Facsimile: (206) 628-7699 



Respectfully submitted, 

Max Cynader et al. 

DAVIS WRIGHT TREMAINE LLP 
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